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<400> 1 

ttctcgcccg cccacctcat ctcaacccac tttccgcggg gagcggcgcc aagctgggcc 60 

ttcctcggat caggcgtccc ctgaagtcgg cacgcccctc tgcgtccccc ttcggtcccg 120 

ctaggacccc gtccgggctg ccgtcgcctc gtcgctat^ij cgccoacqat c'cagacqcag 180 

gcccagcggg aggatggcca caggcccaat tcccaccgga ctctgcctga gaggtctgga 240 

gtggtctgcc gagtcaagta ctgcaatagc ctccctgata tccccttcga ccccaagttc 3 00 

atcacctacc ccttcgacca gaacaggttc gtccagtaca aagccacttc cttggagaaa 360 

cagcacaaac atgacctcct gactgagcca gacctggggg tcaccatcga tctcatcaat 420 

cctgacacct accgcatcga ccccaatgtt cttctagatc cagctqatga gaaacttttg 4 80 

gaagaggaga ttcaggcccc caccagctcc aagagatccc agcagjca^^c gaaggtggtg 540 

ccatggatgc gaaagacaga gtacatctcc actgagttca accgttatgg catctccaat 600 

gagaagcctg aggtcaagat tggggtttct gtgaagcagc agtttaccga ggaagaaata 660 

tacaaagaca gggatagcca gatcacagcc attgagaaga cttttgagga tgcccagaaa 720 

tcaatctcac agcattacag caaaccccga gtcacaccgg tggaggtcat gcctgtcttc 780 
ccagacttta agatgtggat caatccatgt gctcaggtga tctttgactc agacccagcc 840 
cccaaggaca cgagtggtgc agctgcgttg gagatgatgt ctcaggccat gattaggggc 900 
atgatggatg aggaagggaa ccagtttgtg gcctatttcc tgcctgtaga agagacgttg 960 

aagaaacgaa agcgggacca ggaggaggag atggactatg caccagatga tgtgtatgac 1020 

tacaaaattg ctcgggagta caactggaac gtgaagaaca aagctagcaa gggctatgag 1080 

gaaaactact tcttcatctt ccgagagggt gacggggttt actacaatga gttggaaacc 1140 

agggtccgcc ttagtaagcg ccgggccaag gctggggttc agtcaggcac caacgccctg 1200 

cttgtggtca aacatcggga catgaatgag aaggaactgg aagctcagga ggcacggaag 1260 

gcccagctag aaaaccacga accggaggag gaagaggaag aggagatgga gacagaagag 1320 

aaagaagctg ggggctcaga tgaggagcag gagaagggca gcagcagtga gaaggagggc 13 80 

agtgaagatg agcactcggg cagcgagagt gaacgggagg aaggtgacag ggacgaggcc 1440 

agtgacaaga gtggcagtgg tgaggacgag agcagcgagg atgaggcccg ggctgcccgt 1500 

gacaaagagg agatctttgg cagtgatgct gattctgagg acgatgccga ctctgatgat 1560 

gaggacagag gacaggccca aggtggcagt gacaatgatt cagacagcgg cagcaatggg 1620 

ggtggccagc ggagccggag ccacagccgc agcgccagtc ccttccccag tggcagcgag 1680 

cactcggccc aggaggatgg cagtgaagct gcagcttctg attccagtga agctgatagt 1740 

gacagtgact gagtcccagg gcattcaggg ctggttcaga caccattatt gtgagcagca 1800 

aagcactttt ctagtggtct gtttgtgagc ctttcacttg tttgttcccc acccccaaac 1860 

ctttgctgtt aataaagtca acttctcttt aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa 1920 

aaaaaaaaaa aaaaaaa 1937 
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